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U i DNA b di h Ne t Steps:• Using a DNA barcoding approach, Next Steps:
the goals of this project were:g p j

1 To begin to build a database of Sequencing of remaining1. To begin to build a database of Sequencing of remaining 
specimens for this and 2DNA sequences for identified specimens, for this and 2 q

specimens additional genesspecimens 

2 h l d i h f ll

additional genes
2. To help determine the full range 

This st d foc sed on specimensof diversity of coral species on This study focused on specimens of diversity of coral species on 
seamounts and determine their from the North Pacific we areseamounts and determine their 
di ib i

from the North Pacific, we are 
di i l d idistribution expanding to include specimens 

3 To help identify newly collected

p g p
from the South Pacific3. To help identify newly collected 

i idl
from the South Pacific

specimens more rapidly

• Work Accomplished During and p g
Since FYAP:Since FYAP:

-1400 museum specimens extracted p
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